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Reactant species

When proton R2
transfer to or
from H,O is

faster than the
rate of break-
down of
intermediates,
the presence of
other proton

OH

HZOH’ \
HOH ‘/

donors or HOH
acceptors does )
not increase 1
the rate of the IF
reaction. H—? 0
R®* H

R! R’

| |
Products H—(|3—O—C=O +

R2

Without catalysis,
unstable (charged)
intermediate breaks
down rapidly to
form reactants.

When proton transfer
to or from H,0 is
slower than the rate
of breakdown of
intermediates, only

a fraction of the
intermediates formed
are stabilized. The
presence of
alternative proton
donors (HA) or
acceptors (B?)
increases the rate of
the reaction.
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