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Taxonomy

17, (Domain)

H (Kingdom)
] (Phylum) (Phyla)
Zx (Class)

(Order)
£ (Family)
& (Genus) (Genera)

fh (Species) (Species)
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Taxonomy Levels of

classification

~/~—Family: Hominoidea
/~—Genus: Homo
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Bacillus subtilis var. niger
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Staphylococcus aureus subsp. anaerobius
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HI— &R,

« BNMHAIE— MR BRI R E TR AR AR SR R B S,
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M . jannaschir E. coli S . Octosporus
Methanobacterium Escherichia Schizosaccharomces
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40: Escherichia coli (Migula) Castellani et Chalmers 1919
Bacillus subtilis (Ehernberg) Cohn 1872

Mycobacterium tuberculosis (Zopf) Lehmann et Newmann 1926
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RE IE{E #E
« 41: Bacillus thuringiensis (subsp) galleria  H =SS ITHTEEIETR

Saccharomyces cerevisiae (var) ellipsoideus #RifEE: EHHEZSFE
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= g
The most abundant OTU, accounting for 1.14 * 0.05% of the sequence abundance In

activated sludge samples and occurring in 85% of all samples, was 99% similar to the y-
proteobacterium Dokdonella kunshanensis DC-323. The second most abundant OTU (0.89
*+ 0.06% In relative abundance and occurring in 96% of all samples) belonged to Zoogloea,
a dominant genus In activated sludge communities, with Zoogloea ramigera known to
enhance the flocculation of activated sludge. A Nitrospira OTU (OTU_6) was also identified
as a core taxon, reflecting its importance for nitrite oxidation or complete ammonia
oxidation In activated sludge. OTU 7 is closely related to Arcobacter species, which are
highly abundant in raw sewage and include potential pathogens such as Arcobacter

cryaerophilus, Arcobacter butzleri and Arcobacter skirrowii.
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Phylogenetic Tree of Life
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16S rRNA

> BABIARNA, BIIRNA, SIS RESM—ERNA, HE3X
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